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Example Results
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POODLE-T Prediction I Disorder Details!
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POODLE-W Prediction 0.02482, Ordered.

3 entries

ot-helix transmembrane region prediction

PHOBIUS, SignalP
Your sequence is NOT likely to have TMBETADISC-COMP Detail§ TMBETA-NET Details

transmembrane regions

Subcellular localization prediction

WoLF-PSORT
Animal cyto 22, cyto_nucl 20, cyto_plas 14.1667, nucl 6.5
Plant cyto_nucl 6.5, nucl 5.5, cyto 4.5, mito 2

Fungi cyto 13.5, cyto_nucl 13.5, nucl 6.5, mito 5
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